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Polypheme 1.70 Analysis/Genes List

Pre-build panels by default in Polypheme

HLA Class | Classic

HLA-A, HLA-B, HLA-C

HLA Class Il Classic short

DRB1, DQB1

HLA_Class | and Class Il short

HLA-A, HLA-B, HLA-C, DRB1, DQB1

Other panels can be customized based on the following genes list (evolutive)

Publication 1
HLA-A | IMGT3.45 Benchmarked >99.7% (on 1104 exomes at 4 digits) More than 3000 ublication
samples analyzed Publication 9
HLA-B | IMGT3.45 Benchmarked >99.6% (on 1104 exomes at 4 digits) More than 3000 Publication 1
samples analyzed Publication 9
Publication 1
HLA-C IMGT 3.45 Benchmarked >99.7% (on 1104 exomes at 4 digits) More than 3000 ub !ca !on
samples analyzed Publication 9
DQB1 | IMGT3.45 Benchmarked >99.5% (on 810 exomes at 4 digits) More than 3000 samples Publication 1
analyzed Publication 9
Publication 1
DRB1 IMGT 3.45 Benchmarked >99.7% (on 1104 exomes at 4 digits) More than 3000 samples ub !ca !on
analyzed Publication 9
DRB3 | IMGT3.45 | Benchmarked** 100% (on 261 exomes at 4 digits) More than 3000 samples
analyzed
M than 3000 |
DRB4 IMGT 3.45 Benchmarked** >99.2% (on 261 exomes at 4 digits) ore than samples
analyzed
DRB5 | IMGT3.45 | Benchmarked** 100% (on 261 exomes at 4 digits) More than 3000 samples
analyzed
M than 2500
DQA1 IMGT 3.45 Benchmarked 100 % ( on 294 exomes at 4 digits) ore than
samples analyzed
Not measured More than 2500 Publication 2
HLA_F IMGT 3.45 Bench ked
- enchmarke (Manually validated) samples analyzed Publication 3
HLA-E | IMGT3.45 Benchmarked Not measured More than 2500 samples | o, i ation2
(Manually validated) analyzed
Not measured More than 2500 samples Publication 2
HLA-G IMGT 3.45 Benchmarked (Manually validated) analyzed Publication 4
Publication 5
Not measured More than 2500 samples Publication 2
HLA-H IMGT 3.45 Benchmarked (Manually validated) analyzed Publication 7
Publication 8
HLA-J IMGT 3.45 Benchmarked Not measu‘red Manually curated Publication 6
(Manually validated) ——
DPA1 IMGT 3.45 Benchmarked 100 % (100 exomes at 4 digits)
DPB1 IMGT 3.45 Benchmarked >99.1% (100 exomes at 4 digits)
DRA IMGT 3.45 Calibrated
DMA IMGT 3.45 Calibrated
DMB IMGT 3.45 Calibrated
DOA IMGT 3.45 Calibrated
DOB IMGT 3.45 Calibrated
DPA2 IMGT 3.45 Calibrated
DPB2 IMGT 3.45 Calibrated
MICA | IMGT345 | CAlbrationon
going
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https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0206512
https://onlinelibrary.wiley.com/doi/abs/10.1111/tan.14164
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0206512
https://onlinelibrary.wiley.com/doi/abs/10.1111/tan.14164
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0206512
https://onlinelibrary.wiley.com/doi/abs/10.1111/tan.14164
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0206512
https://onlinelibrary.wiley.com/doi/abs/10.1111/tan.14164
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0206512
https://onlinelibrary.wiley.com/doi/abs/10.1111/tan.14164
https://www.sciencedirect.com/science/article/pii/S016158901930121X
https://onlinelibrary.wiley.com/doi/abs/10.1111/tan.13455
https://www.sciencedirect.com/science/article/pii/S016158901930121X
https://www.sciencedirect.com/science/article/pii/S016158901930121X
https://www.sciencedirect.com/science/article/pii/S0198885918301988
https://www.frontiersin.org/articles/10.3389/fimmu.2018.00278/full
https://www.sciencedirect.com/science/article/pii/S016158901930121X
https://doi.org/10.3389/fimmu.2019.02986
https://pubmed.ncbi.nlm.nih.gov/32077637/
https://pubmed.ncbi.nlm.nih.gov/33914413/
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—
MICB IMGT 3.45 Cal|bra't|on on
going
DRB2 |mp|emethat|on
On going
DRB6 'mplemen‘tanon
On going
DRB7 |mp|emen.tat|on
On going
DRBS8 'mplemen‘tanon
On going
DRB9 |mp|emen.tat|on
On going
HFE Implemen‘tanon
On going
HLA-K lmplemen_tat.on
On going
HLA-L lmplemen.tatlon
On going
HLA-N Implemen'tatlon
On going
HLA-P |mp|emethat|on
On going
HLA-S Implemen'tatlon
On going
HLA-T |mp|emethat|on
On going
HLA-U Implemen'tatlon
On going
HLA-V |mp|emethat|on
On going
HLA-W Implemen‘tauon
On going
HLA-Y |mp|emen.tat|on
On going
TAP1 lmplemen‘tatlon
On going
TAP2 |mp|emen.tat|on
On going

*Accuracy: Accuracy is measured on the basis of an error in the Typing compared to a good Typing. An inaccurate
typing due to lack of data that includes the correct solution is not considered an inaccurate typing.

** Not

currently able to distinguish homo and hemizygote samples

Others genes up coming

Blood group genes (9 genes already available publication submitted)
KIR genes

Oncology target (BRCA / confidential target)

Some rare disease genes

* Benchmarked” means that the gene precision was estimated based either on already typed sample or by manual curation

* Calibrated” means that we analyze many sample and manually check results to verify if typing is constistent

* Implemented” means that polypheme is able to provide typing results (technically operational) but no test are already done to calibrate the
software.
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